Key indicators: single-crystal X-ray study; T = 291 K; mean (C-C) = 0.014 Å; R factor = 0.066; wR factor = 0.180; data-to-parameter ratio = 15.8.
The title compound, [PdBr 2 (C 24 H 31 P) 2 ], has a distorted trans square-planar coordination of the Pd atom, which occupies an inversion centre. The most important bond distances include Pd-P of 2.380 (2) Å and Pd-Br of 2.515 (2) Å . Weak intermolecularinteractions between the benzene rings of adjacent molecules [centroid-centroid distance = 3.949 (6) Å ] are present via crystallographic inversion centres, resulting in a one-dimensional supramolecular architecture.
Related literature
For related literature, see: Barder et al. (2005) ; Christmann et al. (2006) ; Stark & Whitmire (1997) ; Tomori et al. (2000) ; Tsuji (1995) ; Xu et al. (2007) .
Experimental
Crystal data [PdBr 2 (C 24 H 31 P) 2 ] M r = 967.14 Triclinic, P1 a = 9.817 (8) Å b = 9.827 (8) Å c = 11.957 (10) Å = 91.582 (11) = 108.822 (10) = 103.713 (10) V = 1053.9 (15) Å 3 Z = 1 Mo K radiation = 2.44 mm À1 T = 291 (2) K 0.14 Â 0.10 Â 0.09 mm
Data collection
Bruker SMART APEX CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.723, T max = 0.803 7316 measured reflections 3811 independent reflections 2810 reflections with I > 2(I) R int = 0.038 Refinement R[F 2 > 2(F 2 )] = 0.066 wR(F 2 ) = 0.180 S = 1.10 3811 reflections 241 parameters H-atom parameters constrained Á max = 0.71 e Å À3 Á min = À1.42 e Å À3
Data collection: SMART (Bruker, 2004) ; cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: PLATON (Spek, 2003) and SHELXTL. 
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